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22. (New) A method of analyzing a nucleotide sequence of a polynuplfetide of interest 
compnsing ihe steps of: 

a) competing the polynucleotide of interest with a^pulation of single-stranded 
primers wherein said population of single-sjr^ded primers comprises at least two 
oligpnucleoiides of different lengths Wein said oligonucleotides have known 
sequences, such that at least two oji^ucleotides hybridize to the polynucleotide 
of interest immediately adjac^o one or more nucleotides to be identifiea, 
generating templaie-singlp4iranded pruner complexes; 

b) subjecting said compj^s to a single base extension reaction to extend each 
hybridized primep^ a terminating nucleotide, generating extended pnmers; 

c) separating said extended primers from each other; and 

d) identifyju^each terminating nucleotide that has been added to each extended 
pnt 

23. (New) The inethod of Claim 22, wherein the single base extension reaction comprises 
subjecting the annealed primers lo a reaction mixture compiising a polymerase and 
nucleotides corresponding to each of the four different bases. 

24. (New) The method of Claim 23. wherein the nucleotides corresponding to each of the 
four diffcreint bases are mumally distinguishable. 

25. (New) The method of Claim 24. wherein three of the four nucleotides are differently 
labeled. 

26. (New) Thelmeihod of Claim 25, wherein the three differently labeled nucleotides are 
fluorescently labeled. 

27. (New) The method of Claim 22, further comprising analyzing the sequence of the 
complimentary polynucleotide of interest. 
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28. (New) The ineThoa of Claim 22, wherein ihe teraunatiug nucleotides are 
(Jideoxynucleoiides. 

29. (New) The method of Claim 22, wherein the length of the oligonucleotide; primers is 
between 7 ^d 30 inclusive. 

30. (New) The method of Claim 22, wherein the length of the oligonucleotide primers is 
\ between 20 and 24 inclusive. 




3 1 , (New) The method of Claim 22, wherein identifying the terminating nucleotide comprises 
the use of a; charge coupled device or a photomultiplier tube. 



(New) A method of ai^alyzing a nucleotide sequence of a polyducleoiide of interest for 
the presence or absence of one or more alterations, whereiri^ie sequence of the 
polynucleotide of interest is generally known, comprisins4he steps of; 
^) contacting said polynucleotide of interest with / population of single-stranded 

priniers wherein said population of single-stetoded primers comprises at least two 
oligonucleotides of different lengths and wherein said oligonucleotides have 
known sequences, such that at least rwoyOUgonucleotides hybridia:e immediately 
adjacent to said one or more alterations, if present, in the polynucleotide of 
interest, generating tcmplate-single-^tranded primer complexes; 

b) subjecting said complexes to a siiigle base extension reaction to extend each 
hybridized primer by the additic^n of a terminating nucleotide, generating extended 
priipcrs; 

c) separating said extended priiiiers from each other; and 

d) identifying each terminari^ nucleotide that has been added to each extended 
prirjaer, and 

e) comparing said identified nucleotide with the sequence of the polynucleotide of 
interest, thereby determining the presence or absence of one or more alterarions. 



05/22/01 TUE 16:41 [TX/RX NO 8821] [gooe 



17B1BB1BS4D T-71B P. 07/11 F-413 

J^ay-Z2-0.1 04:41pni FroBi-HBS4R 17B1BB1B54D 

09/711.476 



33 (New) The method of Claim 32. wherein the single base extension reaction compnses 
subjecting the annealed primers to a reaction mixture comprising a polymerase and 
nucleotide cbiresponding to each of the fonr different bases. 

34. (New) The method of Claim 33, wherein the nucleotides corresponding to each of the 
four different bases are mutually distinguishable. 



35. (New) The 
labeled. 



method of Claim 34, wherein three of the four nucleotides are differently 



36. (New) The pcthod of Claim 35, wherem the three differently labeled nucleotides are 

V ftuorescently labeled. 



37. (New) The method of Claim 32, ftmher comprising analyzing the sequence of the 
compUmentary polynucleotide of interest. 



38. 



(New) The method of Claim 32, wherein the tenninating nucleotides are 
dideoxynucjeotldes. 



39. (New) The method of Claim 32. wherein the length of the oUgonucleotide pnmers is 
between 7 and 30 mclusive, 

40. (New) The method of Claim 32. wherein the length of the oUgonucleotide primers is 
between 20 and 24 inclusive. 

41 . (New) Tlie method of Claim 11. wherein identiftong the tetminating nucleotide comprises 
the use of a charge coupled device or a photomaliipher mbe. 
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42. (New) A method of analyzing a nucleotide seqyence of a polynu^otide of interest 
comprising the steps of; 

a) comactmg said polynucleotide of interest to a/pulaiion of single-stranded 

primers, wherein said single-snranded pritn^ comprise an auay of one or more 
sets of oUgonucleotides wherein the oli^udeotides of a set differ from each 
other by one base at the 3' end and wiierein said oUgonucleotides h»ve known 
sequence and wherein each said pIigQnucleotide having known sequence is 
attached to a soUd suppon ai/4own location, to form the array, wherein at least 
one oUgonucleotide of the^ay hybridizes to said polynucleotide of interest 
immediately adjacent w^ne or more nucleotides to be identified, generating 
ieroplate-single-stra|OTed primer complexes; 

b) subjecting said «<inplexes to a single base extension reaction to extend each 
annealed priiyi^by a terminating nucleotide, generating extended primers; and 

c) idci^tifyii^ach terminating nucleotide that has been added to each primer. 

43. (New) The method of Claim 42. wherein the single base extension reaction compnses 
subjecting the annealed primers to a reaction mixture comprising a polymerase and 
nucleotides corresponding to each of the four different bases. 

44. (New) The meihod of Claim 43, wherein the nucleotides corresponding to each of the 
four different bases are mutually distinguishable. 

45. (New) The method of Claim 44, wherein three of the four nucleotides are differently 

labeled- 

46. (New) The method of Claim 45, wherein the three differently labeled nucleotides are 
fluorescenlly labeled. 
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47. (New) The raethoa of Clwi 42, fimber comprising analyzing the sequence of the 
couipliincnTary polyniwleoiide of interest, 

48. (New) The method of Claim 42. wherein the tenninating nucleotides are 
dideoxynucleotides. 

49. (New) The jnethod of Claim 42, wherein the length of the oligonucleotide primers is 
heiween 7 and 30 inclusive. 

50. (New) The method of Claim 42, wherein the length of the oligonucleotide primers is 
between 20 and 24 inclusive. 

5 1 . (New) The jmethod of Claim 42, wherein the arrays of sets of oligonucleotide primers 
comprise oligonucleotide primers of different lengths. 

52. (New) The method of Claim 42, wherein idenii^g the terminating nucleotide comprises 
the use of ^ charge coupled device or a phoiomuliiplier tube. 

53 . (New) The method of Claim 42. wherein the terminating nucleotides are removed from 
the annealed primers after completed analysis to prepare the solid suppoiT for reuse, 

. .p. 

remajrks 

Su pport for Claimi Amendments 

Claims 1-21 have been cancelled and new Claims 22-53 have been added. Claim 22 is 
drawn to a method of analyzing a nucleotide sequence of a polynucleotide of interest comprising 
the steps of contacting a population of single-stranded primers to said polynucleotide of interest. 
The population of primers comprises at least two oligonucleotides of different lengths, wherein 
the oUgonucIeotides have known sequences such that at least two oligonucleotides hybridize lo 
the polynucleotide of interest immediately adjacent to one or more nucleotides to be identified. 



05/22/01 TUE 16:41 [TX/RX NO 8821] ilOOB 



